
Summary 
 

European quails (Coturnix coturnix) in Spain are potentially threatened by hybridization, caused by 
the release by hunters of Japanese quails (Coturnix japonica) and hybrids. Hybridization may cause 
disruption of local adaptations, and can lead to the formation of a hybrid swarm. In quails, 
hybridization is believed to be one of the causes for the increasing number of birds not migrating to 
Africa in winter. To investigate the impacts of these threats, wild quails from two populations in N.E. 
Spain in three different years (1999, 2002, 2005, each n=30 feather samples per population) were 
genotyped for 13 hypervariable microsatellite loci, as well as 12 non-migrating quails, 30 quails from 
Spanish game farms and 6 pure Japanese quails from Uppsala University. The genetic differentiation 
(FST) between Japanese and European quails was estimated at 0.13, which is higher than estimated in a 
previous study, probably because in the present study, basically all hybrids were excluded for this 
estimation. The FST between farm quails and pure Japanese quails was relatively large, likely due to 
hybrids in the former and genetic drift in the latter.  

Using the program Structure 2.1, six wild-caught individuals with pure Japanese origin (proportion 
of European origin qEUR < 0.1) and ten hybrids (0.1 < qEUR < 0.9) were identified. However, credibility 
regions (CR) for some individuals were very wide, showing uncertainty in classification. This could 
either be due to contradicting information from different loci, or non-informative loci. Considering this, 
another thirteen individuals may not be of pure European origin (qEUR = 0.90 - 0.95; CR 0.55 – 1 to    
0.7 – 1).  

With the employed statistical methods it was not possible to verify whether these individuals 
actually result from hybridization in the field. Instead, they may either have been released as hybrids 
from farms (maybe even shortly before the sampling; sampling uncertainty), or can in fact be pure 
European quails (statistical uncertainty). The former also holds for the two Japanese quails found 
among the twelve non-migrating birds. This hybrid proportion in winter is roughly equal to that found 
during summer; it can therefore be concluded that other factors than hybridization likely cause the 
increasing number of non-migrating birds found in Spain.  

Future research using mtDNA can hopefully help to distinguish between European backcrosses and 
pure European quails, and thereby verify whether hybridization in the field occurs or not, but for now 
no conclusive answer can be given.  
 


