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In the light of increasing antimicrobial multiresistance in recent years, the introduc-
tion of the 3rd generation tetracycline, tigecycline in 2005 to the repertoire of ammu- 
nition, was a welcomed addition.  
 
Since tigecycline is potent towards many clinically important multiresistant patho- 
gens it is often used as so-called rescue therapy, when other drugs have failed to 
cure. And it doesn't hurt to be the only drug alongside colistin that can be used 
against the recently emerged New Delhi metallo-β-lactamase-1 possessing strains 
of Escherichia coli and Klebsiella pneumoniae.  
 
Tigecycline (TGC) seems to be able to evade the common tetracycline resistance 
mechanisms too; namely the active efflux and ribosomal protection mediated by tet-
genes. Cross-resistance with other antimicrobials has been reported with ciproflo- 
xacin, but in general this problem doesn't seem to be too prevalent in the clinical 
settings. Overall the playground for tigecycline looks good, since the emergence of 
resistant bacteria has been relatively low.  
 
Can it really be so? Is tigecycline the “Golden Boy” of the tetracyclines, a drug that 
bacteria cannot easily develop resistance to? The focus of this thesis was to find out 
if resistance occurs and how fast this can be reached. Additionally, cross-resistance 
was tested for chloramphenicol and the sister compound tetracycline.  
 
The results show that clinical breakpoints of resistance to TGC can be achieved only 
in three little steps. Resistance came with varying fitness cost to the mutant bacte- 
ria, which could be seen as slower growth and cross-resistance was observed with 
both of the antimicrobials.  
 
The development of resistance may not be as streamlined as it was in this study. 
One has to remember that experiments done in tubes and plates do not reflect the 
actual situation in living organisms. A variety of factors can affect the outcome of 
antimicrobial resistance; the host's immune system being just one player in the 
game. Naturally, the genetic background for the results presented in this thesis 
needs to be affirmed and that has already been initiated. 
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